ente of an open reading frame of 493 amino acids. This polypeptide contained seven sequences that were conserved among other ACC synthases. pMEACSl showed high homology at the amino acid and nucleotide levels to wound-induced ACC synthase from squash (Nakajima et al., 1990; Sato et al., 1991) . RNA blot analysis showed that the level of mRNA for the gene increased in the mesocarp tissue of melon fruits after wounding and also during ripening. Since we could detect cDNA only for MEACSl ACC synthase in a PCR experiment with the mRNA from mesocarp tissue of ripe melon fruits, MEACSl should be the gene that is preferentially expressed during ripening of melon fruits. This result suggests that MEACSl, the wound-inducible ACC synthase, plays a major role in the vigorous increase in ethylene production in melon fruits during the climacteric rise of ethylene production.
